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ABSTRACT We report the construction of physical maps of chromosomes for
Borrelia miyamotoi HT31 (new spacies of Borrelia) and Borrelia turicatae (relapsing
fever agent) by pulsed field gel electrophoresis of DNA fragments generated by
digestion of chromosomal DNA with rare-cutting restriction endonucleases and
reciprocal hybridization. The size of the B. miyamotoi HT31 chromosome was
calculated to be approximately 925 kilobase pairs and the chromosome for B.
turicatae was estimated to be 951 kilobase pairs. The chromosomes of B. miyamotoi
HT31 and B. turicatae consisted of single linear molecules. The locations of several
genes have been assigned to the chromosome maps by Southern hybridization using
specific gene probes. Comparison of the genetic maps of the two species of Borrelia
provided evidence that the gene order on the chromosomes is quite similar to that of

Borrelia burgdorferi sensu lato strains and is highly conserved in the genus Borrelia.
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