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ABSTRACT The binding of nine diazepines to human serum albumin (HSA) and «
1-acid glycoprotein (AGP) was investigated by means of fluorescence and circular
dichroism (CD) spectroscopies. The binding parameters of diazepam _obtained from
fluorescence agreed with those obtained from CD measurements. Diazepines have
one tight binding site on doth HSA and AGP. The binding parameters (nK) of the
diazepine: HSA systems are slightly higher than those of diazepine:AGP systems.
The relationship between the binding parameters for these two serum proteins and
the physicochemical parameters of diazepines was studied by multiple regression
analysis to elucidate the binding mode. Moreover, the effects of long-chain fatty
acids and cesium chloride on the binding of diazepines to HSA and AGP were also
~ studied. The driving force for the binding of diazepines to both proteins appears to
be hydrophobic interaction. In addition, steric effects and electrostatic interactions

may also contribute to the binding of diazepines to HSA and AGP, respectively.
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